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Records identified through database searching (n = 2722)

PubMed/MEDLINE (n = 428)   ·   IEEE Xplore (n = 530)
Scopus (n = 663)   ·   Web of Science Core Collection (n = 380)

ScienceDirect (n = 561)   ·   ACM Digital Library (n = 160)

Additional verification source
(not included in n = 2722)

DBLP Computer Science
Bibliography (n = 95)

 used only to verify
conference proceedings

Duplicate records removed before screening (n = 1668)
(automated + manual deduplication using EndNote and Rayyan)
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Records screened
(n = 1054)

Records excluded at
title/abstract screening

(n = 612)

Reports sought for retrieval
(full-text assessed for eligibility)

(n = 442)

Full-text reports excluded
(n = 268)

Image classification only,
no detection output (n = 78)

Synthetic / non-medical
dataset only (n = 45)

No numerical performance
metrics reported (n = 38)

Preprint-only, not
peer-reviewed (n = 32)

Poorly described
methodology (n = 29)

Duplicate report,
superseded (n = 18)
Non-English language

(n = 16)
Full text unavailable after

3 retrieval attempts (n = 12)
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Studies included in qualitative synthesis
(n = 174)

Peer-reviewed journal articles (n = 142)   ·   Conference papers (n = 28)
Software documentation releases with empirical results (n = 16)

Note: 442 full-text reports assessed  268 excluded = 174 included, matching Sections 2.4 2.5 of the manuscript.
The reported subtype breakdown (142 + 28 + 16 = 186) exceeds the n = 174 total reported in the Results;
this discrepancy should be reconciled by the authors before final submission (see accompanying note).

Fig. S1. PRISMA 2020 flow diagram of study identification, screening, and inclusion.

Adapted from: Page MJ, et al. The PRISMA 2020 statement: an updated guideline for reporting systematic reviews. BMJ 2021;372:n71.


